1991) and overlap in 16s rRNA sequences (B. R. Paster and F. E. Dewhirst, Int. J. Syst. Bacteriol. 3856-62, 1988 ; Vandamme et al., Int. J. Syst. Bacteriol. 41:88-103, 1991 33:15-25, 1983) . A new proposal creates a new species, Prevotella nigrescens, for genotype 11, which does not include the P. intermedia type strain (H. N. Shah and S. E. Gharbia, Int. J. Syst. Bacteriol. 42542-546, 1992) . Differences in the lengths of carbon chains of fatty acid esters and multifocus enzyme electrophoresis of glutamate dehydrogenase and malate dehydrogenase, in addition to differences in protein profiles on sodium dodecyl sulfate-polyacrylamide gel electrophoresis (SDS-PAGE) differentiate P. nigrescens from P. intermedia. A question was raised about the prevalence of Prevotella oralis. Committee members were not aware of the recent isolation of this species.
Minute 12. Taxonomy of Fusobacterium necrophorum. The reclassification of Fusobacterium necrophorum biovars to Fusobacterium pseudonecrophorum (biovar C), F. necrophorum subspecies necrophorum (biovar A), and F. necrophorum subspeciesfunduliforme (biovar B) based on GC (mole percent) content and DNA homology data (Shinjo et al., Int. J. Syst. Bacteriol. 40:71-73, 1990, and 41:395-397, 1991) was discussed. It was considered that the classification of the biovars of F. necrophorum to separate species or subspecies may be premature. It was considered that the species designation of JCM 3722T and JCM 3723 as F. pseudonecrophorum may be premature and that the subspecies designation for F. necrophorum requires further investigation.
Dr. Bereens reviewed the data of Leon Fievez (1963) , who named the species Spherophorus necrophorum, which was 33: [628] [629] [630] [631] [632] [633] [634] [635] 1983 
